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Two 1 mL patient CSF samples were analyzed: one collected
at initial diagnosis (pre-treatment) from a patient with a CNS
embryonal tumor via external ventricular drain (EVD), and
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medulloblastoma via lumbar puncture (LP). Each sample was
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CONCLUSION

These findings highlight the potential of CSF cfDNA as a

U | | sensitive biomarker for monitoring CNS tumor burden and
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